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Mobility Shift Assay

Protein-DNA Interaction
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Binding of TFIIE/H
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DNAse Protection Assay
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DAB DNAse Protection Assay
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TBP
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Evidence for Minor Groove
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TBP and three polymerases
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TBP vs THIID

Role of Taf’s in Recognition of core elements
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DNase Footprinting TAFS
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TAF’s and Promoter Recognition
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TAF dependent Activation
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Requirement for TAF'S
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Table 11.1 Whole Genome Analysis of

Transcription Requirements in Yeast

Fraction of Genes

General Transcription Dependent on
Factor (Subunit) Subunit Function (%)
TFIID (TAF,;145) 16
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Kinase Activity TFIIH
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Promoter Clearing
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TFIS
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Assembly of Complex
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Figure 11.5
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