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 Caenorhabditis elegans  x-box Binding Protein homolog, bZIP

           transcription factor (32.5 kD) (xbp-1) alternative

           variant b, mRNA

          Length = 1241

 Score = 46.1 bits (23), Expect = 1e-05

 Identities = 23/23 (100%)

 Strand = Plus / Plus

Query: 1   gcaaaagagaacgactgaatcat 23 Left #1 (sense)

           |||||||||||||||||||||||

Sbjct: 182 gcaaaagagaacgactgaatcat 204
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 HYPERLINK "http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=unigene&cmd=search&term=32564853%5bNucleotide+UID%5d" 
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 Caenorhabditis elegans  x-box Binding Protein homolog, bZIP

           transcription factor (32.5 kD) (xbp-1) alternative

           variant b, mRNA

          Length = 1241

 Score = 42.1 bits (21), Expect = 2e-04

 Identities = 21/21 (100%)

 Strand = Plus / Plus

Query: 1   gaaccagcagaacgagtccgt 21 Left #2 (sense)
           |||||||||||||||||||||

Sbjct: 387 gaaccagcagaacgagtccgt 407
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 HYPERLINK "http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=unigene&cmd=search&term=32564853%5bNucleotide+UID%5d" 
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 Caenorhabditis elegans  x-box Binding Protein homolog, bZIP

           transcription factor (32.5 kD) (xbp-1) alternative

           variant b, mRNA

          Length = 1241

 Score = 36.2 bits (18), Expect = 0.012

 Identities = 21/22 (95%)

 Strand = Plus / Minus

Query: 1   tgttcgaggtctccatcttctt 22  Right (anti-sense)

           |||||||||| |||||||||||

Sbjct: 719 tgttcgaggtgtccatcttctt 698

